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Background and summary of the project: 

The main interest in our lab is the structures and functions of RNA processing machinery. 
In particular, we have investigated the mechanisms of synthesis, maturation and degradation of 
RNAs. RNA processing, which includes maturation process of functional RNAs and metabolism of 
RNAs, is important step for the gene regulation in cells. RNA processing dysregulations are often 
associated with the human diseases. In the last decades, by structural and functional analysis of RNA 
processing enzymes, such as template-independent RNA polymerases, and viral RNA polymerases, 
we have contributed to solving classical and important problems in the RNA enzymology. More 
recently, we have focused on the regulatory mechanism of biogenesis of RNAs in human cell by 
employing biochemistry, molecular cell biology, and structural approaches in complementary 
manner. Our studies would provide the molecular basis for the development of drags against human 
diseases such as cancer. In the internship program, we will study the molecular mechanism of 
degradation of dysfunctional small RNAs in human cells using molecular cell biology and 
biochemistry. 
 
 
Techniques used: molecular cell biology, structural biology, biochemistry 
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